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Welcome Letter

Welcome Letter
It is our great honor and pleasure to invite you to attend the International Symposium
on Biodiversity and Biogeography of East Asia, held by Kunming Institute of Botany,
Chinese Academy of Sciences, on the occasion of Centennial Celebration of Wu
Zhengyi’s birth. We would like to provide an excellent opportunity to scientists home
and abroad for their academic exchange and achievements display.

Significant progresses have been achieved in life science research in the past decade,
following the advent of the age of Genome and Big Data. These developments have
inevitably influenced and reformed the research of biodiversity and biogeography.
Meanwhile, it is becoming increasingly important to carry out comprehensive and
interdisciplinary research using new technologies, methods and theories, due to the
complexity of biodiversity and floristic characteristics. East Asia is the biodiversity
hotspot of global importance, which plays a very unique role in biodiversity research
and conservation. The theme of the symposium is “Global Change and Biodiversity”.

We believe that this symposium will provide a platform to communicate ideas about
new findings and technologies and the future development of biodiversity and
biogeography.

SUN Hang
Professor of Botany
Director, Kunming Institute of Botany,
Chinese Academy of Sciences

On behalf of the Organizing Committee
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Program at a Glance

Time
08:30 ‐ 12:00

12:00 ‐ 13:00

13:30 ‐ 18:00

Date
Registration
Reception Hall
Shengshi Qianhe Hotel

July 11
Monday

July 12
Tuesday

Centennial Celebration of
Wu Zhengyi’s Birth
Fu Li Gong Theme Greenhouse,
KBG, KIB

July 13
Wednesday

Lunch

Registration
Reception Hall
Administration Building, KIB
Lectures
Auditorium on the third floor
Administration Building, KIB

Lunch

Venue layout:
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Lectures
Auditorium on the third floor
Administration Building, KIB

Invited Speakers

Invited Speakers
Peter H. RAVEN
Professor and elected member of National Academy of
Sciences, Missouri Botanical Garden, USA
Prof. Peter H. Raven, a leading botanist and advocate of
conservation and biodiversity, is president emeritus of the Missouri
Botanical Garden and George Engelmann Professor of Botany
Emeritus at Washington University in St. Louis. Born in Shanghai of
American parents in 1936, Dr. Raven grew up in San Francisco. He is a Trustee of the National
Geographic Society and Chairman of the Board for the Center for Plant Conservation. For more
than 39 years, Dr. Raven headed the Missouri Botanical Garden, an institution he nurtured to
become an international center for botanical research, education, and horticultural display.
Dr. Raven, then president of the Botanical Society of America, was able to re‐establish
contacts with Chinese botanists in 1976 and to send a delegation to China in 1978, this leading to
a series of reciprocal visits by botanists of the two countries. He returned to China in 1980, visiting
Beijing, Nanjing, Shanghai, and Kunming, and climbing Emeishan with a group that included Wu
Zhengyi, whom he had met the year before as a member of the Chinese delegation visiting the U.S.
One of the fruits of the binational discussions was the formation of the Flora of China, a joint
Chinese‐American international project, which resulted in the production of a contemporary, 49‐
volume account on all the plants of China, 31,500 species, published between 1993 and 2014. The
Chinese co‐chairs of the project were initially Wu Zhengyi and then Hong Deyuan, while Dr. Raven
served as the non‐Chinese co‐chair for its duration, 1987‐2014.
For his work in China, Dr. Raven has received honorary appointments at the Institute of
Botany, CAS, Beijing; Nanjing Botanical Garden; Peking University; Wuhan Institute of Botany, CAS;
Kunming Institute of Botany, CAS; Chengdu Institute of Biology, CAS; and the Huangzhou Botanical
Garden. Raven was elected a Foreign Member of the Chinese Academy of Sciences in 1994;
received the Award for International Scientific Cooperation, Chinese Academy of Sciences (2010)
and the Friendship Award from the Government of China (2010).
Raven served for 12 years as Home Secretary of the National Academy of Sciences, to which
he was elected in 1977. He is also a member of the American Academy of Arts and Sciences and of
the American Philosophical Society, of the academies of science in a number of other countries,
including those of China, Russia, the U.K., Brazil, and Australia. In 2001, Dr. Raven received the
National Medal of Science, the highest award for scientific accomplishment in the United States.
He has written numerous books and publications, both popular and scientific, and coauthored
Biology of Plants, the internationally best‐selling textbook in botany, of which the eighth edition
appeared in 2011; and Environment, also now in its eighth edition (2011).
Dr. Raven received his Ph.D. from the University of California, Los Angeles, in 1960 after
completing his undergraduate studies at the University of California, Berkeley.
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Pete HOLLINGSWORTH
Professor, Royal Botanic Garden Edinburgh, UK
Prof. Pete Hollingsworth is Director of Science at the Royal Botanic
Garden Edinburgh, and a Visiting Professor at the University of
Edinburgh and an Honorary Professor of Kunming Institute of
Botany, Chinese Academy of Sciences. His research focuses on
understanding and conserving plant biodiversity. In recent years he
has contributed to the international efforts of building a unified DNA based‐index of life on earth,
including various roles within the International Barcode of Life project and the Consortium for the
Barcode of Life. He has a strong interest in linking scientific research to practical conservation
outcomes, with particular interests in reintroductions/translocations and the integration of
genetic data into conservation planning.

Douglas E. SOLTIS
Professor, University of Florida, USA
Dr. Douglas E. Soltis is a Distinguished Professor in Florida Museum
at the University of Florida. Prior to moving to Florida in 2000, he
was Professor of Botany at Washington State University. He
received his Ph.D. in 1980. Research interests include angiosperm
phylogeny (i.e., building the plant tree of life) and evolution and
genome doubling (polyploidy). He was president of the Botanical Society of America (1999‐2000).
He was named a Distinguished Professor at the University of Florida in 2008. He has received the
Centennial Award and the Merit Award from the Botanical Society of America. With Pam Soltis he
received the Dahlgren International Prize in Botany (2002) and the Asa Gray Award in Plant
Systematics (2006). With coauthors P. Soltis, P. Endress, M. Chase he received the Stebbins Medal
in 2006 (for Phylogeny and Evolution of Angiosperms). He received the Darwin‐Wallace medal in
2016.
Dr. Soltis studies plant evolution using DNA approaches; interests include genome doubling
(polyploidy), floral evolution, building the tree of life, and angiosperm diversification. Soltis has
reconstructed relationships among major lineages of flowering plants. With others he has
proposed a new classification for angiosperms (APG system). He is working with Chinese
collaborators to build a tree of life for the plants of China. At a larger scale, Soltis is part of a group
that built the first‐draft tree of life for all of the 2.3 million named species on Earth. He and others
revealed that Amborella is sister to all other living angiosperms and helped lead the Amborella
Genome Sequencing Initiative. Soltis and collaborators also revealed that numerous ancient
polyploidy events have occurred throughout angiosperm history. He has also developed
Tragopogon (Compositae) as a model for the study of recent and recurrent polyploidy revealing
the dynamic nature of polyploid evolution.
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Pamela S. SOLTIS
Professor and elected member of National Academy of
Sciences, University of Florida, USA
Pamela S. Soltis is a Distinguished Professor and Curator of
Molecular Systematics and Evolutionary Genetics in the Florida
Museum of Natural History at the University of Florida. She received
a B.A. from Central College in Pella, Iowa, and the Ph.D. from the
University of Kansas. She joined the UF faculty in 2000, after 14 years at Washington State
University. Dr. Soltis’s research is motivated by her passion for biodiversity, especially plants. She
uses genomic methods and computational modeling to understand patterns and processes of
plant evolution and identify conservation priorities. Much of her current work focuses on plant
diversity and conservation in Florida, but her research has taken her throughout the US and
Canada and to Costa Rica, New Caledonia, Spain, China, and Brazil. She is Director of UF’s
Biodiversity Institute and has served her profession as President of the Botanical Society of
America, President of the Society of Systematic Biologists, a Council Member of the American
Society of Plant Taxonomists and the Society for the Study of Evolution, and an associate editor of
numerous journals. She is particularly interested in connecting heterogeneous data to gain new
insight into plant evolution and works with large collaborative networks.

LIU Jianquan
Professor, Sichuan University, China
Prof. Dr. Liu Jianquan, obtained his Ph.D. from Institute of Botany
CAS in 1999. His lab uses diverse approaches to address basic
evolutionary and biogeographic questions. His most prominent
contributions to the topic have focused on the following three
aspects. First, based on phylogenetic analysis, his group centered on
the diversification and biogeography of alpine plants occurring in the Qinghai‐Tibet Plateau (QTP)
as well as some conifer groups in North Hemisphere. Second, he and his students have used
phylogeographic methods to test whether plant species occurring in the QTP altered their
distribution ranges in response to Quaternary glacial cycles. Third, he has headed a study of the
phylogeography of domestic and wild yaks, the yak domestication and adaptation to the high‐
altitude in yak. As the corresponding author, he has published more than 50 papers in peer‐
reviewed international journals, for example, Nature Genetics, Molecular Biology and Evolution (2),
Nature Communications (2), PNAS (3), Evolution (2), Molecular Ecology (8) and New Phytologist
(6). All of his publications have been cited more than 3000 times.
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Stephen BLACKMORE
Professor, Queen's Botanist and Honorary Fellow, Royal
Botanic Garden Edinburgh, UK
Chairman, Botanic Gardens Conservation International
(BGCI)
Stephen Blackmore has been fascinated by plants since an early age
and had his first experiences of the Chinese flora as a schoolboy in
Hong Kong in the 1960s. He studied botany at the University of Reading where he obtained both
his BSc (Hons) and Ph.D. Following appointments at the Aldabra Research Station, in Seychelles,
and at the University of Malawi, he joined the Botany Department of the Natural History Museum,
London, in 1980 as the Head of Palynology. He was appointed as the Museum's Keeper of Botany
in 1990, serving until 1999, when he took up the post of Regius Keeper, Royal Botanic Garden
Edinburgh. Before retiring from RBGE in 2013 he worked to strengthen relationships with KIB,
helping to develop the Lijiang Alpine Botanic Garden with its associated Jade Dragon Research
Station. Although his research has mainly concentrated on palynology, botanical microscopy and
systematics (especially of Compositae, Cichorieae), he is actively engaged in plant conservation
and was one of the authors of the Global Strategy for Plant Conservation adopted under the
Convention on Biological Diversity. He Chairs the Board of Botanic Gardens Conservation
International (BGCI) and is Chairman of the Darwin Initiative, a UK government funding scheme
for biodiversity launched at the Earth Summit in Rio, which has now spent over £125 million on
projects in 159 countries.
Stephen Blackmore holds Honorary Professorships at the Universities of Edinburgh and
Glasgow and at the Kunming Institute of Botany. His achievements have been recognised by three
medals from the Linnean Society and the highest awards of both the Royal Caledonian Horticultural
Society (the Scottish Horticultural Medal) and the Royal Horticultural Society (the Victoria Medal
of Honour).

LI Dezhu
Professor, Kunming Institute of Botany, CAS, China
Prof. Li Dezhu received his Ph.D. from Kunming Institute of Botany
CAS in 1990. He worked at the Royal Botanic Garden Edinburgh from
1993 to 1994 as a Ferguson Fellow and at the Cambridge University
Botanic Garden as Taxonomist from 1994 to 1996. He is now
Professor of Kunming Institute of Botany CAS, as well as Vice
President of the Botanical Society of China, and the Representative of China for the International
Barcode of Life project (iBOL). Prof. Li served on the joint editorial committee of the Flora of China
(English and updated) project, and is an associate editor for Proceedings of the Royal Society B,
Biological Sciences, and for BMC Evolutionary Biology. He was awarded an OBE in September 2010
for his contributions to China‐UK botanic exchange and the promotion of biodiversity conservation.
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He has authored some 300 papers, including 200 in ISI‐index journals, such as PNAS, Systematic
Biology, Trends in Plant Science, New Phytologist, Molecular Ecology, Molecular Phylogenetics and
Evolution, and Taxon. He has authored or contributed to nine monographs and books. His major
research interests include 1) Systematics, phylogeny, and biogeography of vascular plants in China
and adjacent regions, with emphasis on Bambusoideae (Poaceae) and Cucurbitaceae; 2) Plant
diversity and germplasm conservation; and 3) Plant DNA barcoding and iFlora of China.

David E. BOUFFORD
Senior research scientist, Harvard University, USA
David Boufford received his Ph.D. degree from Washington
University, St. Louis, Missouri, in 1978, based on research at the
Missouri Botanical Garden. He was employed by the Carnegie
Museum of Natural History, Pittsburgh, Pennsylvania as collection
manager and then assistant curator from 1978 to 1981. In 1981 he
began work in the Harvard University Herbaria. Over the years he has held positions as curatorial
taxonomist (1983‐1986), assistant director for collections (1986‐2006) and senior research
scientist (2006‐present). He has also been a visiting professor at SUN YAT‐SEN University,
Guangzhou, China, 2001‐2004, 2014‐2019; visiting professor, University Museum, University of
Tokyo, Tokyo, Japan, January ‐June 2002, October 2003‐January 2004 and a board member of the
DMZ Forum; Preserving Korea’s Demilitarized Zone for Conservation and Peace, since 2013. His
main interests are in the floristics of eastern Asia and North America. He has served on editorial
committees for the Flora of China, Flora of Japan, Flora of Korea, Flora of Taiwan, and the Flora of
North America. He has published around 200 scientific papers and books and helps to maintain
the internet sites Biodiversity of the Hengduan Mountains Region, China
(http://hengduan.huh.harvard.edu/fieldnotes), Atlas of the Flora of New England
(http://neatlas.org) and the Harvard University Herbaria Databases of botanists, publications and
specimens (http://www.huh.harvard.edu/databases).

Jin MURATA
Professor, the University of Tokyo, Japan
Prof. Murata Jin focuses on plant systematics. His major research
subjects are systematics and organography of Vascular Plants, Flora
of Sino‐Japanese Floristic Region. His current research: 1) Systematic
revision of vascular plants such as Arisaema, Aristolochia,
Tripterospermum, and Lobelia based on the examination of
morphology and life history, as well as their phylogeny, phytogeography and speciation. 2) Field
research in Myanmar and China to study the floristic diversity and characteristics of the Sino‐
Japanese Floristic Region. 3) Participating in various projects on the conservation and development
of plant resources in the tropics and subtropics.
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HONG Deyuan
Professor and elected member of Chines Academy of
Sciences, Institute of Botany, CAS, China
Prof. Hong Deyuan graduated from Fudan University in Shanghai in
1962, and became Ph.D. candidate in Institute of Botany, Chinese
Academy of Science in the same year, but he did not obtain degree
due to “the Culture Revolution”. From 1979 to 1981 he worked in
Lund University, Sweden, for two years as visiting scholar. He was promoted to professor in 1988
in Institute of Botany, CAS. Prof. Hong was elected as academician of Chinese Academy of Sciences
in 1991, and was elected as member of the World Academy of Sciences (TWAS) in 2001. In 1999
he was awarded “State Outstanding Supervisor of Ph.D. Candidates”. From 2001 to 2013 he
worked for “Flora of China” as vice president of the Editorial Committee. He became
corresponding member of Botanical Society of America and Japan both in 1997. Prof. Hong was
awarded HL HL Prize (by Ho Leung Ho Lee Foundation, Hong Kong), awarded “Life Member of
American Society of Plant Taxonomists” in 2010, and awarded “Macquarie Medal by Royal
Botanical Gardens and Domain Trust”, Sydney, Australia, in 2012. His publications number 303,
including a number of books in English, like “PEONIES of the World”, “A Monograph of Codonopsis
and Allied Genera, Campanulaceae”. His publications cover taxonomic revisions of plant groups,
evolution and conservation biology as well.

SUN Hang
Professor, Kunming Institute of Botany, CAS, China
Prof. Dr. Sun Hang, Professor and winner of the national outstanding
youth fund, Principle investigators of the National Natural Science
Foundation of major projects, key projects, the basic work of key
project of the Ministry of science and technology etc. And mainly
study on plant taxonomy, phylogeny and biogerogarphy, especially
concentrated on the origin and biogeographic pattern of plant diversity and ecological adaptation
mechanism in the Tibetan Plateau‐Hengduan Mountains or Sino‐himalaya, Prof. Sun has made a
series of outstanding achievements, published 200 research papers, including in many important
journals such as New Phytologist, Molecular Ecology, Journal of Biogeography, Journal of
Vegetation Sciences, Molecular Phylogenetics and Evolution, Taxon, Annals of Botany etc. Won the
prize of the "Zhu Kezhen" field expedition of Chinese Academy of Science, the young scientists first
prize of Chinese Academy of Sciences, the second prize of natural science of Academy of Sciences,
and a number of the first prizes of the Yunnan Province Natural Science.
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MA Jinshuang
Professor, Shanghai Chenshan Plant Science Research
Center, CAS, China
Prof. Ma Jinshuang was trained in Department of Forestry of
Northeast Forestry University with Bachelor of Forestry (1978‐1982)
and Master of Forest Botany (1982‐1985), and Ph.D. of Plant
Taxonomy from School of Pharmacy of Beijing Medical University
(1985‐1987). Since then he has been as Instructor, Associate Professor and Professor of Botany in
Department of Biology, Beijing Normal University (1987‐1995), Visiting Scholar in Harvard
University Herbaria (1995‐2001), Research Taxonomist of Brooklyn Botanic Garden (2001‐2009),
and Research Professor in Kunming Institute of Botany, CAS, for short time, before his current
position as Principal Investigator and Vice Director, Shanghai Chenshan Plant Science Research
Center, CAS (since 2010). His major research are taxonomy, particular in Aristolochia
(Aristolochiaceae) of the Old World, Euonymus (Celastraceae) of the world, Euphorbia
(Euphorbiaceae) of east and south Asia, Metroflora of Shanghai, Invasive Flora of China; taxonomic
history of China and taxonomic literatures of east Asia. He has authored some over 100 papers,
including two related to taxonomic situation in China published in Taxon (1989 & 1998) and one
in Chinese Science Bulletin (2014), with authored, co‐authored or as chief editor of ten books,
including A Revision of Euonymus (Celastraceae, 264 pp; 2001), The Outline of Taxonomic
Literature of Eastern Asian Higher Plants (505 pp; 2011), Checklist of Chinese Invasive Plants (324
pp; 2013), The Survey Report on Chinese Alien Invasive Plants (Part I & II, 949 pp, 2014); as well as
his treatments of Euphorbia and Euonymus for Flora of Yunnan (2006), and Flora of China (Chinese
edition, 1998, and English edition, 2008), and Celastraceae for Flora of North America (in press),
with additional two websites related to plant taxonomy established and maintained by himself:
www.metasequoia.org (since 2001) and www.planttaxonomists.cn (since 2014).

WEN Jun
Professor, Smithsonian Institution, Washington D.C., USA
Dr. Wen is a Research Scientist and Curator in the Department of
Botany at the Smithsonian Institution, Washington, D.C. Dr. Wen
received her B.S. degree in Agronomy from Central China
Agricultural University in Wuhan (1984), and the Ph.D. in Plant
Biology from the Ohio State University (1991). She held a
postdoctoral position at the Arnold Arboretum in Harvard University (1991‐1993), and in the
National Museum of Natural History of the Smithsonian Institution (1994‐1995). In 1995, she
joined the Department of Biology at Colorado State University as Assistant Professor and Curator
of the Herbarium. In 2000, she moved to the Field Museum as Associate Curator. In 2005, Dr. Wen
returned to the Smithsonian Institution as a Research Scientist and Curator. Dr. Wen is an
evolutionary biologist studying systematics and biogeography of plants. She promotes research
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and training in integrative approaches in systematics (collections‐based systematics, biodiversity
informatics, and cutting‐edge molecular and phylogenomic approaches). Dr. Wen and her students
have published over 225 scientific papers on the biogeography of intercontinental disjunct plants,
biogeography of Asia, revisionary plant systematics, molecular phylogenetics, and phylogenomics.

GU Hongya
Professor, Peking University, China
Prof. Gu Hongya obtained her bachelor degree at the Biology
Department of Nanjing University, China, and her Ph.D. at
Washington University, St. Louis, USA. Now, she is a professor of the
College of Life Sciences at Peking University, China. Her research is
focused on plant genetic diversity and evolution. Currently she is
working on the molecular mechanism of adaption to habitat temperature in Arabidopsis thaliana.

WANG Qingfeng
Professor, Wuhan Botanical Garden, CAS, China
Prof. Wang Qingfeng received his Ph.D. from Wuhan University in
1996. He worked at Wuhan University from 1996 to 2006 as a
lecturer, associate professor and professor, and at Duke University
and Old Dominion University as a visiting professor/research
associate from 2006 to 2008. He is now a Professor at Wuhan
Botanical Garden of Chinese Academy of Sciences, the director of Sino‐Africa Joint Research Center
of CAS (SAJOREC‐CAS), and Vice President of the Botanical Society of Hubei Province. His major
research interests include 1) Taxonomy, phylogeny, and biogeography of aquatic plants; 2) Plant
diversity of East Africa; and 3) Flora of Kenya and adjacent regions. Prof. Wang is the chief editor
of Plant Science Journal and co‐chief‐editor of Flora of Kenya. He has authored more than 80
papers in international peer reviewed journals, such as New Phytologist, Journal of Biogeography,
Molecular Phylogenetics & Evolution, Taxon, Annals of Botany and Aquatic Botany.

12

July 12‐13, 2016 ∙ Kunming, China

Agenda

Agenda
1. Centennial Celebration of Wu Zhengyi’s Birth
Time: 09:00 ‐ 12:00, July 12, 2016
Venue: Fu Li Gong Theme Greenhouse, Kunming Botanical Garden, KIB
Participant: Invited delegates and members of the Wu Zhengyi Science Foundation Council
Chair: Zhang Zejun, the Party Secretary of Yunnan Science and Technology Association
09:00‐09:10 Visit to the exhibition hall that displays the lifetime of Wu Zhengyi
09:10‐09:20 Welcome remark and introduction of the participants
09:20‐09:40 Address by the representatives of Yunnan Provincial Government and Chinese
Academy of Sciences
09:40‐10:10 Speech on Wu Zhengyi's life and academic achievements
10:10‐10:30 Speeches by the representatives of CAS Academicians
10:30‐10:50 Speeches by Wu Zhengyi’s colleagues and students
10:50‐11:00 Launching ceremony of Wu Zhengyi Botanical Award
11:00‐11:20 To visit the Fu Li Gong Theme Greenhouse
11:20‐11:40 To Plant trees to commemorate the launch of Wu Zhengyi Botanical Award
11:40‐12:00 To unveil the monument with Wu Zhengyi’s autograph as its inscription
12:00‐13:00 Lunch

2. International Symposium on Biodiversity and Biogeography of East Asia
Day 1 13:30 ‐ 17:50, Tuesday, July 12, 2016
Venue: Auditorium, 3rd floor of the Administration Building, KIB
13:30 ‐ 14:00

Opening ceremony
Chair: YANG Yongping
Professor, Kunming Institute of Botany CAS, China

13:30 ‐ 13:40

Address by SUN Hang
Professor, Kunming Institute of Botany CAS, China
Address by Peter H. RAVEN
Professor, Missouri Botanical Garden, USA
Address by HONG Deyuan
Professor, Institute of Botany CAS, China

13:40 ‐ 13:50
13:50 ‐ 14:00

14:00 ‐ 15:40

Session I
Chair: WEN Jun
Professor, Smithsonian Institution, Washington DC, USA

14:00 ‐ 14:25

Sustainability for China and the world
Peter H. RAVEN
Professor, Missouri Botanical Garden, USA
July 12‐13, 2016 ∙ Kunming, China
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Agenda
14:25 ‐ 14:50

14:50 ‐ 15:15

15:15 ‐ 15:40

Telling species apart with DNA
Pete HOLLINGSWORTH
Professor, Royal Botanic Garden Edinburgh, UK
Progress in plant biodiversity studies of Florida, a hyper diverse region of
the U.S.
Douglas E. SOLTIS & Pamela S. SOLTIS
Professor, University of Florida, USA
Biogeography of Cupressaceae and breakup of Pangea
LIU Jianquan
Professor, Sichuan University, China

15:40 ‐ 16:10

Coffee/ Tea Break

16:10 ‐ 17:50

Session II
Chair: Pete HOLLINGSWORTH
Professor, Royal Botanic Garden Edinburgh, UK

16:10 ‐ 16:35

The origins and applications of pollen morphological diversity
Stephen BLACKMORE
Professor, Royal Botanic Garden Edinburgh, UK
Chairman, Botanic Gardens Conservation International (BGCI)
Eight major lineages of extant angiosperms: Evidence from plastid
phylogenomics
LI Dezhu
Professor, Kunming Institute of Botany CAS, China
The de‐ and reforestation of New England: the resilience of nature
David E. BOUFFORD
Senior research scientist, Havard University, USA
The evolution of Arisaema sect. Odorata in Hengduan Mountains
Jin MURATA
Professor, the University of Tokyo, Japan

16:35 ‐ 17:00

17:00 ‐ 17:25

17:25 ‐ 17:50

Day 2 08:50 ‐ 12:00, Wednesday, July 13, 2016
Venue: Auditorium, 3rd floor of the Administration Building, KIB
08:50 ‐ 10:05

Session I
Chair: GU Hongya
Professor, Peking University, China

08:50 ‐ 09:15

The species concept – a taxonomist’s view
HONG Deyuan
Professor, Institute of Botany, CAS, China
Current situation and future of the plant diversity of Yunnan
SUN Hang
Professor, Kunming Institute of Botany CAS, China

09:15 ‐ 09:40
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09:40 ‐ 10:05

Centurial review on plant taxonomy of China
MA Jinshuang
Professor, Shanghai Chenshan Plant Science Research Center CAS, China

10:05 ‐ 10:35

Coffee/ Tea Break

10:35 ‐ 12:00

Session II
Chair: SUN Hang
Professor, Kunming Institute of Botany CAS, China
Integrative systematics in the bioinformatic and genomic era: standing
on the shoulders of giants
WEN Jun
Professor, Smithsonian Institution, Washington D.C., USA
Variations of cold tolerance of Arabidopsis thaliana in China
GU Hongya
Professor, Peking University, China
Diversity and evolution of alpine plants in East Africa
WANG Qingfeng
Professor, Wuhan Botanical Garden, CAS, China

10:35 ‐ 11:00

11:00 ‐ 11:25

11:25 ‐ 11:50

11:50 ‐ 12:00

Closing Remarks by Prof. SUN Hang, Director of KIB

12:00 ‐ 13:00

Lunch

3. The meeting of the Wu Zhengyi Science Foundation Council
Time: 15:00 ‐ 16:00, July 12, 2016
Venue: Room 303, 3rd floor of the Administration Building, KIB
Work Report by the president of the Wu Zhengyi Science Foundation;
To discuss and adopt the regulations on Wu Zhengyi Awards for Botany and to approve the
member list of its first Evaluation Committee;
To decide and finalize the program of the first award ceremony of Wu Zhengyi Awards for
Botany in 2017.
To discuss about the Foudation’s development and work out a three‐year plan.

4. The First Meeting of the Third Academic Committee of Key Laboratory for Plant
Diversity and Biogeography of East Asia (LPB)
Time: 14:00 ‐ 17:00, July 13, 2016
Venue: Meeting room, 4th floor of the Herbarium, KIB
Participant: members of Academic Committee of LPB and invited delegates
Annual report by the Director of the key laboratory;
To discuss and decide the overall arrangement of disciplines and the Five‐Year plan in future
by the committee.
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Telling species apart with DNA
Peter M. HOLLINGSWORTH
Royal Botanic Garden Edinburgh, 20A Inverleith Row, Edinburgh, EH3 5LR, UK
DNA sequence data are well suited for the task of telling species apart. The standardised use
of sequence data in DNA barcoding programmes has gained largescale adoption since its inception
in 2003, and by 2016 about 5 million barcode records have been produced (along with about 1000
barcoding papers per year). Over the same time period there has been a revolutionary shift in
sequencing technologies, with new sequencing platforms being transformative in the volume and
types of data that can be produced. In this talk I will summarise the status of the global DNA
barcoding programme, and explore the future potential impacts of emerging sequencing
technologies.

Progress in plant biodiversity studies of Florida, a hyper‐diverse region of the U.S.A.
Douglas E. SOLTIS and Pamela S. SOLTIS
Florida Museum of Natural History, University of Florida, Gainesville, FL 32611 USA
The study of biogeography and patterns of biodiversity have a rich history in China and other
regions of the world. Modern, big data approaches afford unprecedented opportunities and
insights in the study of biodiversity. Ongoing developments in phylogenetics coupled with
emerging cyberinfrastructure and new data sources provide unparalleled opportunities for
mobilizing and integrating massive amounts of information from organismal biology, ecology,
genetics, climate, and other disciplines. Such data‐driven synthetic analyses may generate
unpredicted patterns, yielding new hypotheses for further study. However, a major challenge is the
heterogeneous nature of complex data, and new methods are needed to link these divergent data
types. Here, we will present a case study that integrates heterogeneous data across spatial and
temporal scales to reveal challenges and opportunities for our understanding of plant diversity and
evolution. Florida hosts several biodiversity hotspots and is home to over 4,100 species of plants.
Using herbarium collections and their linked historical data, we developed new methods for high‐
throughput use of museum locality data in modeling species distributions, both now and under
models of climate change. We constructed models for over 1,500 species and projected the effects
of climate change on the Florida vegetation. Integration of species distribution models and a
regional phylogeny for Florida plant species allowed us to explore patterns of phylogenetic diversity,
with fundamental implications for the conservation and management of Florida’s ecosystems. This
test case sets the stage for further integration of phylogenetic, distributional, temporal, and
environmental data for discovering patterns of biodiversity and the processes that shape its
distribution, assembly into communities, and interactions in ecosystems. Although numerous
questions and specific hypotheses may be addressed through integrated analyses of biodiversity
and environmental data, perhaps the greatest value of such data‐enabled science will lie in the
unanticipated patterns that emerge.
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Biogeography of Cupressaceae and breakup of Pangea
Jianquan LIU
Sichuan University, China
Most extant genus‐level radiations in gymnosperms are of Oligocene age or younger,
reflecting widespread extinction during climate cooling at the Oligocene/Miocene boundary [23
million years ago (Ma)]. Recent biogeographic studies have revealed many instances of long‐
distance dispersal in gymnosperms as well as in angiosperms. Acting together, extinction and long‐
distance dispersal are likely to erase historical biogeographic signals. Notwithstanding this problem,
we show that phylogenetic relationships in the gymnosperm family Cupressaceae (162 species, 32
genera) exhibit patterns expected from the Jurassic/Cretaceous breakup of Pangea. A phylogeny
was generated for 122 representatives covering all genera, using up to 10,000 nucleotides of plastid,
mitochondrial, and nuclear sequence per species. Relying on 16 fossil calibration points and three
molecular dating methods, we show that Cupressaceae originated during the Triassic, when
Pangea was intact. Vicariance between the two subfamilies, the Laurasian Cupressoideae and the
Gondwanan Callitroideae, occurred around 153 Ma (124–183 Ma), when Gondwana and Laurasia
were separating. Three further intercontinental disjunctions involving the Northern and Southern
Hemisphere are coincidental with or immediately followed the breakup of Pangea.

The origins and applications of pollen morphological diversity
Stephen BLACKMORE
Royal Botanic Garden Edinburgh, UK; Botanic Gardens Conservation International (BGCI)
It is well known that the highly resistant outer walls of pollen grains exhibit a high level of
taxon‐specific morphological diversity despite the fact that, as microgametophytes, they all play
the same role in reproduction. Two questions will be addressed in this presentation: how does this
great morphological diversity arise during development and how can it be exploited in such fields
as plant systematics and palaeoecology? The development of pollen grains, is unusual in that it
involves both the haploid gametophyte and the diploid sporophyte generation. Furthermore, it
combines aspects that are tightly regulated, by increasingly well characterised genes, and elements
that reflect physical processes of self‐assembly. Examples of palynological applications will include
a survey of pollen morphology in relation to Angiosperm Phylogeny Group’s system and
Quaternary vegetation history in the Hengduan Mountain region.

Eight major lineages of extant angiosperms: evidence from plastid phylogenomics[1]
De‐Zhu Li1,2,3, Hong‐Tao Li1, Ting‐Shuang Yi1, Ting Zhang1,3, Jun‐Bo Yang1, Lian‐Ming Gao2, Jie Cai1,
Peng‐Fei Ma1, Yang Luo2,3 & Hong Wang2
1Germplasm Bank of Wild Species, Kunming Institute of Botany, Chinese Academy of Sciences,
Kunming, Yunnan 650201, China;
2Key Laboratory for Plant Diversity and Biogeography in East Asia, Kunming Institute of Botany,
Chinese Academy of Sciences, Kunming, Yunnan 650201, China；
3Kunming College of Life Science, University of Chinese Academy of Sciences, Kunming, Yunnan
650201, China)
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Following a major paper on the phylogenetics of seed plants based on analysis of plastid rbcL
sequences of 499 representative species (Chase et al. 1993), the Angiosperm Phylogeny Group
(APG, 1998) proposed an entirely new system of classification of angiosperms. Meanwhile, an
‘eight‐class system’ of classification of angiosperms was proposed by Wu et al. (1998) with special
reference to current and historical distributions. One consensus of the two systems was that
angiosperms were no longer subdivided into dicots and monocots. Molecular phylogenetic studies
have greatly changed our understanding of major lineages of angiosperms ever since. Moore et al.
(2007) and Janzen et al. (2007) applied plastid genome‐scale data to resolve relationships of
angiosperms. And the APG system was updated earlier this year (APG IV, 2016).
In this presentation, we summarized a large‐scale phylogenomic study of angiosperms by
sampling 1426 plastid genomes representing 1241 ingroup species of 329 families in 62 orders and
45 species of lycophytes, ferns and gymnosperms as outgroups. Our analyses of 79 genes from
1426 plastid genomes, or 409 genomes representing major families and 82 genomes representing
major orders, constantly revealed eight major lineages of angiosperms. Ambrellales (part of
Lauropsida of Wu et al., 1998) may be the earliest‐diverged group, but it could be resolved as sister
to Nymphaeales (part of Magnoliopsida of Wu et al., 1998) in a few analyses. Austrobaileyales (part
of Magnoliopsida of Wu et al., 1998), appeared to be an independent lineage. The three lineages
may be considered as the ANA grade. Monocots (Liliopsida of Wu et al. 1998) or magnoliids (part
of Magnoliopsida and Piperopsida of Wu et al., 1998) could be sister to the remaining
mesangiosperms, i.e., angiosperms excluding the ANA grade. However, the relationships of
Ceratophyllales (part of Magnoliopsida of Wu et al., 1998) and Chloranthales (part of Lauropsida
of Wu et al., 1998) remain unresolved. Eudicots, including Caryophyllopsida, Ranunculopsida,
Hamamelidopsida and Rosopsida of Wu et al. (1998), are supported, but it is not clear which is the
sister group of it. Even large‐scale phylogenomic studies could not resolve the relationships of
angiosperms and this may be caused by rapid radiation and extinction in the early stage of
angiosperm evolution.
Keywords: Angiosperms; phylogeny; plastid genomics; hard polytomy; radiation.
[1] Dedicated

to Prof. C. Y. Wu, D‐Z LI’s mentor since 1986 and winner of the 2007 National Supreme
Science and Technology Award of China, in memory of the centenary of his birth.

The de‐ and reforestation of New England: the resilience of nature
David E. BOUFFORD
Harvard University, USA
The New England region in the northeastern United States has suffered major losses of
vegetation through the actions of both humans and nature, but has shown a remarkable ability to
recover. In the late 1800s, roughly 85 percent of New England was deforested. That pattern, by the
end of the 1900s, just 100 year later, had been complete reversed and same area was about 85
percent forested. This presentation on the history of the vegetation changes northeastern United
18
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States is based on personal observations in the Monadnock Region in central New England and on
an interpretation of human habitation in the area since the arrival of Europeans, particularly
settlers from England. The conclusions are based on physical evidence seen in land use patterns
still evident today, the expansion of settlements in the area, the influence of historical events and
the role of climate. Previous deforestation, mostly predating the arrival of humans in North
America, was the result of the much more drastic elimination of forests throughout most of the
region by Pleistocene glaciations.

The evolution of Arisaema section Odorata in the Hengduan mountains region
Jin MURATA
The University of Tokyo, Japan
Since the molecular phylogeny of Arisaema by Renner et al. (2004), sect. Tortuosa (Engler)
Nakai of traditional circumscription has been indicated not to be monophyletic. In our latest
molecular phylogeny, the members appear in three separate clades: namely 1) sect. Tortuosa in
narrow sense with geographical distribution in the Indo‐Himalayan region, 2) sect. Flagellarisaema
(Nakai) H. Hara in China, Korea, Japan and N America, and 3) sect. Odorata J. Murata in SW China
and adjacent Myanmar and Thailand. Sect. Odorata consists of 8 species in the sense of Flora of
China (2010). Arisaema prazeri is distributed subtropical areas from Northern Thailand north‐
westward to Western Myanmar. Arisame lidaense is also subtropical element and known only from
south‐eastern border of Yunnan. All other species occur in the Hengduan mountains region and
adjacent areas. It is remarkable that they have different chromosome numbers by species: i.e. A.
aridum 2n = 16, A. lidaense 2n=24, A. mairei (=A. wumengense) 2n =22, A. odoratum 2n =22, A.
quinquelobatum 2n = 24, A. prazeri 2n = 26, A. saxatile (=A. bathycoleum) 2n = ?, and A.
yunnanense 2n = 48. 2n =16 in Arisaema aridum is the lowest chromosome numbers in Arisaema
(the second lowest is 2n = 20 in A. costatum). Because 2n = 16 and 22 are unique in Arisaema,
chromosome number might be reduced within this group. On the other hand, polyploidy is also
recognized.

Species concept: a systematist’s view
Deyuan HONG
Institute of Botany, CAS, China

The present speaker realizes that the species question continues to be of central
interest to biologists and philosophers, and that the rational delimitation of species is
essential for studies, conservation, and sustainable use of biodiversity. Reviewed in the
talk are the most prevailing species concepts, e. g. biological, genetic, evolutionary,
phylogenetic (Hennigian), ecological, and taxonomic species concepts. As a result, it
was found that the former four species concepts have well determined the biological
properties of species, but they are all hardly operative. Nearly all species are described
by taxonomists, but unfortunately all the relatively prevailing taxonomic species
concepts comprise more or less artificial elements. Therefore, biology, particularly
biodiversity pursuits, appeals a both scientific and operative species concept. Here we
July 12‐13, 2016 ∙ Kunming, China
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propose a new species concept, called temporally morph‐biological species concept: a
species is a group of natural populations which shows continuous variations and
polymorphism in morphological characters inside, whereas discontinuous (or
statistically discontinuous) variations with any other in at least two independent
morphological characters. The species delimitated using this new species concept are
fully supported by molecular phylogenetic analyses with an extremely high resolution,
and are also compatible with the properties of species revealed by the above‐
mentioned four prevailing species concepts.

Current situation and future of the plant diversity of Yunnan
Hang SUN, Tao DENG, Jiahui CHEN
Key laboratory for plant diversity and biogeography of East Asia, Kunming Institute of Botany, CAS
The latest statistics showed that there were 19365 species (or taxa) of higher plants in Yunnan,
belonging to 442 families and 3088 genera, accounting for 97.1%, 86.3% and 50.2% of the whole
plant species of China. Among them, 499 genera of 126 families and 1906 species of moss, which
accounting for about 95.5%, 96.2% and 65% of the whole country. 61 families, 193 genera and
1363 species of ferns, 95.3%, 83.2%, 54.5%, respectively, of the whole country, 16096 species of
seed plants belonging to 255 families, 2396 genera, accounting for about 48.6%, 98%, and 84.5%
of the whole country. On the basis of this, the distribution of species richness , specimen collection
in 9 floristic districts of Yunnan were analyzed, the results showed that NE Yunnan was still
botanical investigate a weak region, and most specimen collection concentrated on the NW and S
SE Yunnan. The 29º north latitude line (the dividing line of north & south of Hengduan Mountain)
and Tanaka‐line (the boundary of the flora of Sino‐Himalaya and Sino‐Japan) were further
confirmed to be the important biogeographical lines in Yunnan. The further secondary floristic
regionalization was discussed, and the current status of the research on plant diversity in Yunnan
province was reviewed, which indicated that the regional flora or checklists are still less, and there
are only about 15% of the genera or groups which have been studied on molecular phylogeny and
biogeography, further research should be carried out on more groups of taxa.
Keywords: Plant diversity, species richness, floristic regionalization, biogeographic boundary,
Yunnan.

Centurial review on plant taxonomy of China
Jinshuang MA
Shanghai Chenshan Plant Science Research Center, CAS, Shanghai Chenshan Botanical Garden,
Shanghai 201602, China
With consideration of the history of plant systematics in China, a detailed analysis of the
current status of plant taxonomy in China was undertaken, with particular focus on the literature,
specimen accumulation, research personnel, and compilation and quality of published floras, in
combination with the Convention on Biological Diversity Protection Strategy, the China Plant
Protection Strategy and Cataloging Chinese Native Species requirements. The analysis
demonstrated that a large gap exists between the taxonomic knowledge of China and that of
20
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western countries. A critical factor underlying this knowledge gap is the evaluation and guidance
of basic research. The lack of basic data on Chinese plant species has seriously affected the quality
of work to catalog all plant species as well as establishment of both Red and Black Lists based on
species classifications. Consideration of the future developments and direction of plant taxonomy
in China suggests that China’s advantages in geography and resources should be fully utilized in
order to participate in international collaborations and to produce high‐quality research that
conforms to the country’ s overall image and national strategy requirements. Additional objectives
should be to provide a sound foundation for official and authoritative consultation on the
conservation of national biodiversity, an inventory of species, assessment of academic research,
resource protection, scientific and technological development, policy determination, and
management.

Integrative systematics in the bioinformatics and genomic era: standing on the
shoulders of giants
Jun WEN
Department of Botany, Smithsonian Institution, Washington, D.C., U.S.A.
At the occasion of celebrating the 100 years’ birthday of Professor Wu Zhengyi, I would like
to promote integrative systematics in the current bioinformatics and genomic era. Professor Wu
was a major figure in modern taxonomy, floristics, biogeography and conservation biology. He also
invested extensively in training plant taxonomists and evolutionary biologists in China.
Systematic biology is a discipline rooted in collections. These collections play important roles in
research and conservation and are integral to our efforts to educate society about biodiversity and
conservation. Collections provide an invaluable record of the distribution of organisms throughout
the world and through recent and geological time, and they are the only direct documentation of
the biological, physical, and cultural diversity of the planet: past, present, and future. Recent
developments in bioinformatics and genomics are transforming systematics by opening up new
opportunities and revolutionizing our field. As a result major digitization efforts have increasingly
made available large amounts of biodiversity data, and we are at the time to construct the tree of
life and classifications at various levels using information from hundreds and thousands of genes
and sometimes the entire genomes. The new data and new tools are bringing systematics into an
exciting age of new discovery and interpretation of biodiversity and its assembly. The systematics
community needs to follow the footsteps of the giants like Professor Wu and move forward with
describing and analyzing the patterns and processes of biodiversity as the core of systematics, train
the next‐generation of systematists with integrative skills, address grand questions about
biodiversity at different scales, develop a community‐wide cyberinfrastructure, effectively
disseminate systematic data to biologists and the public, and proactively educate the public and
policy makers on the importance of systematics and collections in the biodiversity crisis of the
Anthropocene. Specifically, we call for a new global Biodiversity Cyberbank, comparable to
GenBank for genetic data, to be the repository of all biodiversity data, as well as a World
Organization of Systematic Biology to lead major initiatives of the field. We also call for new
workflows for taxonomic monographs and floras, which utilize both the traditional strengths of
synthesizing diverse collections‐based taxonomic data and the capacity of online resources and
bioinformatics tools.
July 12‐13, 2016 ∙ Kunming, China
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Genetic diversity and adaptation to local temperature of Arabidopsis thaliana along
the Yangtze River, China
Yihao SHI1, Tianshu SUN1, Juqing KANG1,2, Hongya GU1*
1 State Key Laboratory for Protein and Plant Gene Research, College of Life Sciences, Peking
University, Beijing 100871, China
2 College of Life Sciences, Shaanxi Normal University, Xi’an, Shaanxi 710119, China
E‐mail: guhy@pku.edu.cn
Arabidopsis thaliana is found in different geographic regions with different climatic conditions.
Divergences of cold response among natural populations provide us a suitable model for studying
natural variation of adaptive traits. The natural populations along the Yangtze River, China are at
the southeastern edge of distributional range of this species. Molecular phylogenetic study showed
that these populations formed a monophyletic group with a most recent expansion about 90,000
years ago. A group of C‐repeat binding factors genes (CBF) in plants have been found playing an
important role in responding to low temperature. Our study showed that the variation patter of
CBF genes in the populations along the Yangtze River were very diverse, which could be the result
of adaptation to relatively warmer climate. Further sequence analysis, and transcription and
transactivation activity analyses on CBF1~3 and their translational products respectively from
world‐wide samples demonstrated that CBF3 may contribute more than CBF1 and CBF2 to the local
adaptation of Arabidopsis thaliana on a large scale. The populations along the Yangtze River could
be a good model for studying adaptation to local temperatures.
Key words: adaptation, natural variation, CBF, Yangtze River.

Diversity and evolution of alpine plants in East Africa
Qingfeng WANG, Lingyun CHEN, Yadong ZHOU, Shuying ZHAO, John Kamau MUCHUKU, Elizabeth
Mwihaki KAMANDE , Robert Wahiti GITURU, Jinming CHEN, Guangwan HU, Xue YAN
Key Laboratory of Aquatic Botany and Watershed Ecology, Wuhan Botanical Garden, CAS, China,
Sino‐Africa Joint Research Center, CAS, China
Email: qfwang@wbgcas.cn
East Africa is a crucial biodiversity hotspot on earth. The area is characterized by the Great
Rift Valley, elevated plateaus and isolated mountains. The vegetation in the mountains is divided
into three major zones: the afro‐alpine characterized by the giant lobelias and Dendrosenecio, the
sub‐alpine ericaceous zone, and the montane forest. The lands among the mountains are
composed of savanna, farmland and other human‐related areas, which provide isolation for
organisms. The Great Rift Valley is also demonstrated to be a barrier for biological distribution and
gene flow.
In the past few years, we have investigated the diversity and evolution of the alpine plants in
East Africa. The main findings are as follows: (1) Haplocarpha rueppelii (Sch.Bip.) Beauverd is a
perennial herb, distributed in alpine mountains (2,550–4,650 m alt.) with differentiations in
morphology. Phylogeographic analyses using one nuclear and three chloroplast DNA fragments
revealed a potential geographic barrier between Mts. Aberdare and Kenya since at least
Pleistocene. (2) Giant rosette lobelias (Lobelioideae) are perennial monocarpic herbs mostly
occurring in alpine and subalpine bogs including East Africa, South Asia, South America and Hawaii.
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Nuclear and plastid markers of giant lobelias were used to test the phylogeny and biogeography.
Our results supported the Asian origin of the African Lobelia‐Rynchopetalum group, which also
reached South America. The alpine lobelias probably evolved from the lowland ones. (3) In order
to explore the genes potentially involved in adaptation to different altitudes, we generated RNA‐
seq data of a middle‐altitude species Lobelia aberdarica and a high‐altitude species L. telekii.
Comparative analyses suggested that at least 8 genes related with DNA repair, response to DNA
damage and temperature stimulus, and regulation of gene expression are possibly involved in
adaptation, which hints on the molecular mechanism by giant lobelias in high altitudinal
environment with coldness, low oxygen, and strong ultraviolet radiation. (4) We recently reported
a new species of Crassulaceae, Sedum keniense Y.D.Zhou, G.W.Hu & Q.F.Wang, from the high
elevation region of Mt. Kenya in East Africa. The species is easily recognizable by its farinose stems
and leaves, as well as comparatively large inflorescences and flowers. (5) Dendrosenecio are
upright monocarpic plants endemic to the alpine and sub‐alpine regions of East Africa, which form
the most conspicuous landscapes in East African mountains. In order to provide a biogeographic
model of alpine plants in East Africa, we sequenced the complete chloroplast genome of all the 11
species within the genus, and are currently conducting phylogenetic analyses and comparative
genomic analyses.
Further studies with comprehensive samples will be carried out to explore the origin time of
the East African flora and the biogeographic patterns of East Africa.
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Kunming Institute of Botany, CAS
Kunming Institute of Botany (KIB) is an important research institute that is directly affiliated
to the Chinese Academy of Sciences (CAS) and dedicated to research in the fields of Botany and
Phytochemistry. It is committed to exploration of the world of plants, to generating knowledge
about them and developing their sustainable use to benefit people.
KIB was originally called the Yunnan Provincial Institute of Agricultural and Forestry Botany, which
was co‐founded in July 1938 by Jingsheng Biology Institute and Yunnan State Department of
Education. In April 1950, it was affiliated to CAS and renamed CAS Institute of Systematic Botany
Kunming Station. In April 1959, the Kunming Institute of Botany of the Chinese Academy of
Sciences (KIB/CAS) was constituted with the approval of the National Science Authority. The
current Director of KIB is Prof. Dr. Sun Hang.
The institute covers an area of 354 hectares (5318 Mu), the main research divisions are the
State Key Laboratory of Photochemistry and Plant Resources in West China, the Key Laboratory for
Plant Diversity and Biogeography of East Asia, the Key Laboratory of Economic Plants and
Biotechnology, and the Germplasm Bank of Wild Species. In addition, KIB manages two botanical
gardens: one in Kunming and the other in Lijiang. In 2005, Kunming Botanical Garden was
designated a “national environmental education base” by the China Association for Science and
Technology. KIB has also cooperated with the World Agroforestry Center to establish a joint Centre
for Mountain Ecosystem Studies, and closely worked with officials of Haiyan county, Zhejiang
Province, to establish the “Haiyan Biotechnology Cooperation Center”, Institute of Tibetan Plateau
Research at Kunming, also located at KIB campus.
Technology Service Centre is the important part of the Kunming Biological Diversity Regional
Center, CAS. This includes the Service Center for Information Technology in KIB, which has
undertaken establishment of the CAS Super Computer Center (ScGrid) of National Strategic Bio
Resources in Southwest China. Furthermore, KIB is involved in several equity participation
enterprises, including Yunnan Yuntou Ecology and Environment Technology Co., Ltd, which is listed
on Shenzhen Stock Exchange.
At the end of 2015, KIB had 550 staff in total, including two CAS academicians, 10 recipients
of awards from the National Science Fund for Distinguished Young Scholars, and three winners of
prizes from the National Natural Science Foundation‐‐Outstanding Youth Foundation. There are
also seven successful national candidates for the Ten Million New Century Talents Project, 15
winners of special government awards issued by the State Council, two successful candidates for
the Young and Middle‐aged Leading Scientists, Engineers and Innovators Program, one for the
Thousand Talents Program for Foreign Experts, four for the Thousand Talents Program for Young
Outstanding Scientists, 26 for the Hundred‐Talents Program (CAS), 21 for the Youth Innovation
Promotion Association (YIPA) Program, 111 for the Dawn of West China Talent Training Program,
one for the Yunnan Leading Scientists, Engineers and Innovators Program, and 14 for the
Recruitment Program of High‐level Experts of Yunnan Province. In addition, one KIB team has been
selected to join the International Partnership for Innovation Program and three teams have joined
the Innovative Team of Yunnan Province Program.
In recent years, KIB has been actively involved in diverse kinds of national scientific projects
and obtained remarkable results. From 2011 to 2015, the institute received research funds totaling
62.5 million USD, for initiatives and awards including six major national scientific research projects,
two National Key Technology R&D projects, three Basic Science and Technology Special Programs,
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three National Major Scientific and Technological Special Projects for Significant New Drugs
Development, four National Science Fund for Distinguished Young Scholars awards, and 32
National Natural Science Foundation of China (major program) awards.
During the period 2011 to 2015, KIB published 2,082 SCI‐listed papers, including 595
published in the top 15% of journals. In addition, KIB has been issued 140 patents, won 20 awards
for scientific research on or above provincial levels, including one Yunnan State Natural Science
Special Prize, three Yunnan State Natural Science first prizes, and two Yunnan State Prizes for
Progress in Technology. Prof. Wu Zhengyi received a State Supreme Science and Technology Award
in 2007, the highest scientific prize awarded in China. In addition, Professors Zhou Jun, Sun
Handong and Li Dezhu have won Yunnan Province Science and Technology Awards for outstanding
contributions.
KIB has doctoral and master’s degree‐granting authority, issued by the Academic Degrees
Committee in 1979. It offers Doctor’s programs in Botany and Medicinal Chemistry, Master of
Science programs in Botany, Medicinal Chemistry, Microbiology, Biochemistry and Molecular
Biology, professional Master's programs in Biotechnology, Pharmacy Engineering and Pharmacy,
and post‐doctoral programs in Biology and Pharmacy. Currently, there are 192 Ph.D. Candidates,
215 Master’s Candidates and 27 post‐doctoral workers in KIB.
The Botanical Society of Yunnan (which has won recognition as a grade 4A academic
association through evaluation by the Yunnan Academic Association) and Ethnobotanical branch
of Chinese Botanical Society are affiliated to KIB.
KIB sponsors three academic journals: Plant Diversity, one of the core Journals of China and
designated one of “the most influential international academic journals of China” in 2012; Natural
Products & Bioprospecting, which began publication in August 2011, and was recognized by CA and
PubMed in 2013; and Fungal Diversity, which has been recognized by SCI, its impact factor rose to
6.938 in 2014, and it is now the second‐ranked journal in the field of fungal research.
In recent months, KIB has been strenuously planning contributions to the “One–Three‐Five
strategy”, including ongoing organizational reform, formulation of new mission guidelines and
strategy for the Institute, intensification of five major actions and development in four areas
associated with the “Pioneer Initiative”.
The new strategic aims for KIB are to make breakthrough advances in Botany, Phytochemistry
and the exploration, utilization and conservation of plant resources (particularly in southwestern
China, Southeast Asia and the Himalayas) and to make important contributions to sustainable
development, including the restoration, conservation and sensitive use of resources to enhance
development without ecological damage.
Three major thrusts expected to provide breakthroughs are the “iFlora” research program (led by
KIB), new drug research and development projects, and plant generation and production platforms.
Four key scientific research areas include: exploration of functions and utilization of valued
natural plant products; fundamental research into and industrial exploitation of plant resources;
regional biotechnology demonstration and social development projects; iFlora and associated
services.
Five fields targeted for further development are: plant taxonomy and biological geography,
phytochemistry and natural product development, preservation and utilization of wild germplasm
resources, ethnobotany and local development, R & D and industrialization of plant resource.
(The statements above are based on information compiled up to December 2015)
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Key Laboratory for Plant Diversity and Biogeography of East Asia, CAS
The Key Laboratory for Plant Diversity and Biogeography of East Asia (LPB), was formed in
2006 from the previous Key Laboratory of Biodiversity and Biogeography, which was initially
proposed in 1993. The laboratory primarily investigates floristic origins and evolution of plants in
East Asia, revealing new evolutionary mechanisms and tracing biogeographic patterns.
Currently, the laboratory hosts 13 research groups and more than 65 independent
researchers (including 10 professors and 22 associate professors) with diverse research interests
in such fields as plant taxonomy, floristics, molecular phylogenetics, biogeography and
paleobotany, population genetics, pollination ecology, genomics, DNA barcoding and iFlora. Their
research expertise collectively covers mosses, lichens, fungi and vascular plants. In addition, the
laboratory has seven postdoctoral researchers, 37 Ph.D. students and about 30 Master’s students.
In 2015, the laboratory published 122 papers, including 89 in SCI‐listed journals (20 of which
were in the JCR’s Top 15% journals and another 12 in the Top 30%), and four books. 32 new
projects with a total budget of over 5.44 million USD were approved and supported by the National
Natural Science Foundation of China (NSFC), the Ministry of Science and Technology of China, and
other funding agencies.
One of these projects, “The complexity of the floristic elements and its evolutionary
mechanisms of Sino‐Himalayas” headed by Prof. Dr. Sun Hang is one of the major NSFC projects,
with a total budget of 2.48 million USD. This is the second major NSFC project chaired by a KIB
member in the last 25 years.

Herbaria of Kunming Institute of Botany, CAS
The Herbaria of Kunming Institute of Botany (KUN) is the second largest in China. It was
established by the distinguished botanist Hu Hsen‐Hsu in 1938. Prof. Yang Zhuliang is now the
curator.
The main objective of KUN is to collect and manage plant specimens, both flowering and
cryptogamic, in southwest China, especially focusing on flora of the Hengduan Mountain Range.
KUN also provides services and educational outreach to botanical researchers and the public. At
the end of 2015, KUN held 1.4 million specimens, including 12,000 type materials. These collections
are important sources of information for various scientific research purposes, such as compiling
Flora of China (Chinese and English versions) and Flora Yunnanica, constructing the Database for
Resource Plants in southwest China, and supporting maintenance of the China Germplasm Bank of
Wild Species.
KUN has 15 members of staff, including a curator, two assistant curators, an administrative
secretary, an illustrator, and 10 herbarium keepers.
In 2015 KUN engaged in more than 20 field trips both domestically (in Yunnan, Sichuan, Fujian
and Jiangxi) and abroad (in Myanmar, America and Africa). In total: 7,011 specimens were collected
(including macro fungi, lichens, bryophytes and vascular plants); another 34,985 specimens were
added to the collection (including 32 type specimens); and 14 peer‐reviewed scientific papers were
published. In addition, KUN received 715 visiting scholars and postgraduate students, helped
scientists to borrow 126 specimens from other herbaria, and lent 969 specimens. Furthermore,
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Organizations
during the year species identification services were offered on 197 occasions to diverse
organizations such as the Chinese Customs, Forestry and Import Inspection agencies, and various
universities, institutions and enterprises.

Wu Zhengyi Science Foundation
Wu Zhengyi (1916‐2013) is a well‐known botanist in the world and an academician of Chinese
Academy of Sciences. He received a State Supreme Science and Technology Award in 2007. Prof.
Wu devoted himself to botanical research for more than 70 years, and made great contributions
to innovation, development and internationalization of China’s plant sciences.
Wu Zhengyi Science Foundation (WSF), established on June 17, 2015, is non‐profit foundation
with a registered capital of RMB 2 million, donated by Prof. Wu Zhengyi with his Highest Science
and Technology Award of China.
Wu Zhengyi Science Foundation accepts voluntary contributions by enterprises and
individuals.
Mission of the Foundation
Wu Zhengyi Science Foundation is committed to promoting Wu Zhengyi’s spirit about his
meticulous attitude to knowledge and his commitment and dedication to the progress of science.
The foundation awards outstanding botanists for their contribution in promoting plant science in
China, and encourages young talents to devote themselves to the botanical innovation of China.
Scope of Work
To set up Wu Zhengyi Botanical Award to award outstanding botanists who made great
achievements in the fields of plant sciences, the rational exploitation and utilization of plant
resources, the conservation of biodiversity and the sustainable development of ecosystems;
To carry out scientific and technological activities and exchanges and to sponsor S&T
innovation and development;
To organize academic seminars and to promote Wu Zhengyi’s spirit of scientific research;
To edit and publish Special Issues on Wu Zhengyi’s academic thoughts;
To organize activities to promote plant science education.
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Contact US

Kunming Institute of Botany, Chinese Academy of Sciences
Address: 132# Lanhei Road, Heilongtan, Kunming 650201, Yunnan, China
Tel: + 86 871 65223009
Fax: + 86 871 65223094

In Chinese
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In English
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